
Klf4
[0 - 4.00]

[0 - 4.00]

[0 - 4.00]

[0 - 4.00]

Refseq genes

R-K4me1.bw

dR-K4me1.bw

dY-K4me1.bw

G-K4me1.bw

55,520 kb 55,530 kb 55,540 kb

32 kb

chr4

qA1 qA2 qA3 qA4 qA5 qB1 qB2 qB3 qC1 qC2 qC3 qC4 qC5 qC6 qC7 qD1 qD2.1 qD2.2 qD2.3 qD3 qE1 qE2

Klf4
[0 - 11]

[0 - 11]

[0 - 11]

[0 - 11]

Refseq genes

R-K27a.bw

dR-K27a.bw

dY-K27a.bw

G-K27a.bw

55,520 kb 55,530 kb 55,540 kb

32 kb

chr4

qA1 qA2 qA3 qA4 qA5 qB1 qB2 qB3 qC1 qC2 qC3 qC4 qC5 qC6 qC7 qD1 qD2.1 qD2.2 qD2.3 qD3 qE1 qE2

Klf4
[0 - 10.00]

[0 - 10.00]

[0 - 10.00]

[0 - 10.00]

Refseq genes

R-p300.bw

dR-p300.bw

dY-p300.bw

G-p300.bw

55,520 kb 55,530 kb 55,540 kb

32 kb

chr4

qA1 qA2 qA3 qA4 qA5 qB1 qB2 qB3 qC1 qC2 qC3 qC4 qC5 qC6 qC7 qD1 qD2.1 qD2.2 qD2.3 qD3 qE1 qE2

Klf4
[0 - 6.00]

[0 - 6.00]

[0 - 6.00]

[0 - 6.00]

Refseq genes

R-K27me3.bw

dR-K27me3.bw

dY-K27me3.bw

G-K27me3.bw

55,520 kb 55,530 kb 55,540 kb

32 kb

chr4

qA1 qA2 qA3 qA4 qA5 qB1 qB2 qB3 qC1 qC2 qC3 qC4 qC5 qC6 qC7 qD1 qD2.1 qD2.2 qD2.3 qD3 qE1 qE2

Klf4
[0 - 11]

[0 - 11]

[0 - 11]

[0 - 11]

Refseq genes

R-K4me3.bw

dR-K4me3.bw

dY-K4me3.bw

G-K4me3.bw

55,520 kb 55,530 kb 55,540 kb

32 kb

chr4

qA1 qA2 qA3 qA4 qA5 qB1 qB2 qB3 qC1 qC2 qC3 qC4 qC5 qC6 qC7 qD1 qD2.1 qD2.2 qD2.3 qD3 qE1 qE2

Klf4
[0 - 16]

[0 - 17]

[0 - 17]

[0 - 17]

Refseq genes

R-Pol2.bw

dR-Pol2.bw

dY-Pol2.bw

G-Pol2.bw

55,520 kb 55,530 kb 55,540 kb

32 kb

chr4

qA1 qA2 qA3 qA4 qA5 qB1 qB2 qB3 qC1 qC2 qC3 qC4 qC5 qC6 qC7 qD1 qD2.1 qD2.2 qD2.3 qD3 qE1 qE2

Klf4
[0 - 16]

[0 - 17]

[0 - 17]

[0 - 17]

Refseq genes

R-Pol2.bw

dR-Pol2.bw

dY-Pol2.bw

G-Pol2.bw

55,520 kb 55,530 kb 55,540 kb

32 kb

chr4

qA1 qA2 qA3 qA4 qA5 qB1 qB2 qB3 qC1 qC2 qC3 qC4 qC5 qC6 qC7 qD1 qD2.1 qD2.2 qD2.3 qD3 qE1 qE2
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[0 - 5.00]

[0 - 5.00]

[0 - 5.00]

[0 - 5.00]

Fgf5

R-K4me1.bw

dR-K4me1.bw

dY-K4me1.bw

G-K4me1.bw

Refseq genes

98,250 kb 98,260 kb 98,270 kb 98,280 kb 98,290 kb 98,300 kb 98,310 kb

75 kb

chr5

qA1 qA2 qA3 qB1 qB2 qB3 qC1 qC2 qC3.1 qC3.2 qD qE1 qE2 qE3 qE4 qE5 qF qG1.1 qG2 qG3

Fgf5
[0 - 5.00]

[0 - 5.00]

[0 - 5.00]

[0 - 5.00]

Refseq genes

R-K27a.bw

dR-K27a.bw

dY-K27a.bw

G-K27a.bw

98,250 kb 98,260 kb 98,270 kb 98,280 kb 98,290 kb 98,300 kb 98,310 kb

75 kb

chr5

qA1 qA2 qA3 qB1 qB2 qB3 qC1 qC2 qC3.1 qC3.2 qD qE1 qE2 qE3 qE4 qE5 qF qG1.1 qG2 qG3

[0 - 5.00]

[0 - 5.00]

[0 - 5.00]

[0 - 5.00]

Fgf5

R-K4me1.bw

dR-K4me1.bw

dY-K4me1.bw

G-K4me1.bw

Refseq genes

98,250 kb 98,260 kb 98,270 kb 98,280 kb 98,290 kb 98,300 kb 98,310 kb

75 kb

chr5

qA1 qA2 qA3 qB1 qB2 qB3 qC1 qC2 qC3.1 qC3.2 qD qE1 qE2 qE3 qE4 qE5 qF qG1.1 qG2 qG3

Fgf5
[0 - 5.00]

[0 - 5.00]

[0 - 5.00]

[0 - 5.00]

Refseq genes

R-p300.bw

dR-p300.bw

dY-p300.bw

G-p300.bw

98,250 kb 98,260 kb 98,270 kb 98,280 kb 98,290 kb 98,300 kb 98,310 kb

75 kb

chr5

qA1 qA2 qA3 qB1 qB2 qB3 qC1 qC2 qC3.1 qC3.2 qD qE1 qE2 qE3 qE4 qE5 qF qG1.1 qG2 qG3

Fgf5
[0 - 6.00]

[0 - 6.00]

[0 - 6.00]

[0 - 6.00]

Refseq genes

R-K27me3.bw

dR-K27me3.bw

dY-K27me3.bw

G-K27me3.bw

98,250 kb 98,260 kb 98,270 kb 98,280 kb 98,290 kb 98,300 kb 98,310 kb

75 kb

chr5

qA1 qA2 qA3 qB1 qB2 qB3 qC1 qC2 qC3.1 qC3.2 qD qE1 qE2 qE3 qE4 qE5 qF qG1.1 qG2 qG3

Fgf5
[0 - 11]

[0 - 11]

[0 - 11]

[0 - 11]

Refseq genes

R-K4me3.bw

dR-K4me3.bw

dY-K4me3.bw

G-K4me3.bw

98,250 kb 98,260 kb 98,270 kb 98,280 kb 98,290 kb 98,300 kb 98,310 kb

75 kb

chr5

qA1 qA2 qA3 qB1 qB2 qB3 qC1 qC2 qC3.1 qC3.2 qD qE1 qE2 qE3 qE4 qE5 qF qG1.1 qG2 qG3

Fgf5
[0 - 8.00]

[0 - 8.00]

[0 - 8.00]

[0 - 8.00]

Refseq genes

R-Pol2.bw

dR-Pol2.bw

dY-Pol2.bw

G-Pol2.bw

98,250 kb 98,260 kb 98,270 kb 98,280 kb 98,290 kb 98,300 kb 98,310 kb

75 kb

chr5

qA1 qA2 qA3 qB1 qB2 qB3 qC1 qC2 qC3.1 qC3.2 qD qE1 qE2 qE3 qE4 qE5 qF qG1.1 qG2 qG3
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